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Genetic parameters for growth, wool and
in vivo carcass traits in Dohne Merino

sheep of Uruguay

Dohne Merino (DM) is a synthetic breed that adaptates to different agroecological situations. Imported into Uruguay in 2002, this breed
stands out for its fast growth, fine wool and potential use both as a pure breed and in crossbreeding. 
The objective of this work was to estimate national genetic parameters for Birth weight (BWT), Weaning weight (WWT), Yearling weight
(YWT), Scanning weight (SWT), Rib eye area (REA), Fat thickness (FAT), Greasy fleece weight (GFW), Clean fleece weight (CFW),
Fibre diameter (FD) and Staple length (SL) of DM to develop a more precise evaluation and therefore a greater potential genetic
progress of the breed.

Introduction

Data evaluation in different geographic locations is a very important way to obtain assertiveness in
research of a particular breed and location. 
Our estimation of genetic parameters for growth, wool and carcass traits in DM sheep of Uruguay
will help in developing an Uruguayan genetic evaluation of the breed.
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Results and discussion

Figure 1 - Heritabilities (diagonal), genetic (above
diagonal) and phenotypic correlations (below diagonal) of
growth and carcass traits.
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Figure 2 - Heritabilities (diagonal), genetic (above
diagonal) and phenotypic correlations (below diagonal)
of wool and YWT traits.

In Figure 2, a high h² for  FD and SL was observed. This
population also presented a moderate magnitude h² for YWT,
GFW,  and CFW, similarly to the reported in literature. There was
a very high genetic and phenotypic correlation between CFW
and GFW,  poitive genetic correlations between YWT-GFW,
YWT-CFW. Genetic correlations among the other wool traits
were lower than mentioned above.

Figure 1 presents a moderate magnitude heritability (h²) for BWT,
WWT, SWT and REA, while FAT presented a low magnitude h².
Highly positive genetic correlations between WWT-SWT and
WWT-FAT. Moderate genetic correlations between WWT-BWT,
WWT-REA, SWT-REA and SWT-FAT, and negative genetic
correlations between BWT-REA and BWT-FAT were found.

Table 1. Descriptive statistics of ages, growth, wool and in vivo
carcass traits.


